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NetworKIN is an integrated framework for modeling kinase-substrate interactions and aid in the 
design of inhibitor-based follow-up perturbation experiments. An interactive web interface allows 
investigation of predicted kinase-substrate interactions from human and major eukaryotic model 
organisms.

Let’s start with example sequences

The web service allows a user to submit protein sequence, name, or id.
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after confirming that the suggested proteins are right ones

NetworKIN suggests proteins based on sequence homology
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You can choose phosphorylation sites, 
other the server takes all S, T, Y sites as 

candidates
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Results

Residues that are predicted to be 
phosphorylated

Kinases that are predicted to 
phosphorylate the site



Exercise

Q.  Using NetworKIN, Find top 3 kinases that are 
predicted to phosphorylate S39 position in human N-
RAS protein.

>sp|P01111|RASN_HUMAN GTPase NRas OS=Homo sapiens GN=NRAS PE=1 SV=1
MTEYKLVVVGAGGVGKSALTIQLIQNHFVDEYDPTIEDSYRKQVVIDGETCLLDILDTAG
QEEYSAMRDQYMRTGEGFLCVFAINNSKSFADINLYREQIKRVKDSDDVPMVLVGNKCDL
PTRTVDTKQAHELAKSYGIPFIETSAKTRQGVEDAFYTLVREIRQYRMKKLNSSDDGTQG
CMGLPCVVM

Protein sequence of human N-RAS
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NetworKIN web site
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